Table 1: Distribution of Microorganisms isolated (n=497)
	ORGANISM ISOLATED
	TOTAL
	PERCENTAGE

	Escherichia coli
	228
	46%

	Klebsiella pneumoniae
	51
	10.3%

	Klebsiella oxytoca
	33
	6.6%

	Pseudomonas aeruginosa
	40
	8%

	Acinetobacter sp.
	11
	2.2%

	Citrobacter sp.
	11
	2.2%

	Proteus sp.
	11
	2.2%

	Enterococcus fecalis
	50
	10%

	Enterococcus faecium
	24
	5%

	Staphylococcus aureus
	17
	3.5%

	Candida sp
	10
	2%



Figure 1: Antimicrobial resistance pattern: Enterobacteriaceae








Figure 2 : Antimicrobial resistance pattern: Non-fermenters


Figure 3: Antimicrobial resistance pattern: Staphylococcus aureus




Figure 4: Antimicrobial resistance pattern: Enterococcus sp.

Figure 5: Distribution of Candida sp.
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Total isolates	
E.coli	Klebsiella pneumoniae	Klebsiella oxytoca	Citrobacter sp	228	51	33	11	ESBL	
E.coli	Klebsiella pneumoniae	Klebsiella oxytoca	Citrobacter sp	69	6	5	0	CRE	
E.coli	Klebsiella pneumoniae	Klebsiella oxytoca	Citrobacter sp	59	21	18	4	



Total isolates	
Pseudomonas aeruginosa	Acinetobacter sp.	40	11	Carbapenem resistance	
Pseudomonas aeruginosa	Acinetobacter sp.	20	7	




Staphylococcus aureus	
MSSA	MRSA	3	14	


Enterococcus sp	
Vancomycin sensitive	VRE	72	2	


Candida sp.	
C.albicans	NAC	1	9	

